Tree is unrooted and reconstructed using 171 sequences and 190 conserved sites. Multifurcations correspond to branches with Bayesian posterior probabilities <0.5, whereas numbers at nodes indicate Bayesian posterior probabilities higher than 0.5. Colors on leaves represent the affiliation of sequences to their respective domain of life: archaea (blue) and bacteria (orange).
Pseudonocardia autotrophica [GenBank: WP_037049070.1] Escherichia coli [KEGG: bacA] Clostridium acetobutylicum [GenBank: WP_010963823.1] Truepera radiovictrix [GenBank: WP_013177777. 
